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SUPPLEMENTAL DATA

Table S1: Biochemical and physical characteristics of the TaVRT-2 protein

	Parameter
	Value

	Length
	226 aa

	Molecular Weight (m.w)
	25188.17 kDa 

	Molar Extinction coefficient
	8610

	1 A[280] corr. to
	2.93 mg/ml

	A[280] of 1 mg/ml
	0.34 AU

	Isoelectric Point
	5.74

	Charge at pH 7
	-4.69


Table S2: MADS-box proteins used in the phylogenetic analysis 

	Proteins
	Genbank Accession Number

	AmSQUA (DEFH68) 
	CAC86007

	AtAG
	NP_567569

	AtAGL24
	CAB79364

	AtAP1
	AAF27070

	AtCAL
	AAC67506

	AtFCL1 
	AAG43854

	AtFCL2 
	AAG43855

	AtFLC
	AAN04056

	AtFUL
	NP_568929

	AtSVP
	AAG24508

	HvBM1
	CAB97349

	HvVRT-2*
	BI958127, BQ469990, BQ665233, CA592072, BJ452447 and BJ459993

	LeJOINTLESS
	AAG09811

	OsMADS15
	AAF19048

	OsMADS22 
	BAD93335

	OsMADS47
	CAC29335

	PhFBP13
	AAK21250

	StMADS11
	AAB94006

	StMADS16
	AAB94005

	TaVRT-1
	AAP33790

	TaVRT-2
	DQ022679

	ZmAP1
	AAB00081

	ZmM19
	CAD23409

	ZmM26
	CAD23439


The asterisk indicates a reconstructed sequence.

Table S3: Wheat MADS-box proteins used in protein-protein interaction studies in yeast. 

	Proteins
	Genbank Accession Number
	Arabidopsis Orthologue 

	TaVRT-2
	DQ022679
	(SVP-like) 

StMADS-11

	TaVRT-1
	AAP33790
	AP1 

(AP1/SQUA)

	Ta42G17
	CV765258
	AGL79/FUL 

(AP1/SQUA)

	Ta45G05
	CV765903
	AGL12 

(AGL12)

	Ta57H08
	CV769487
	(SVP-like) 

StMADS-11

	Ta73C21
	CV772064
	AGL14 

(TM3/SOC1)

	Ta31K05
	CV762849
	(SVP-like) 
StMADS-11


Table S4: List of primers used to generate the different constructs in the protein-protein interaction studies. BD and AD indicate GAL4 Binding and GAL4 Activation Domain, respectively.
	Fusion gene
	Vector
	Oligonucleotides

	TaVRT-1


	BD
	5'TGATCTCAGAGGAGGACCTGTTCTCCACCGAGTCATGTATG3'

5'TTATGCTAGTTATGCGGCTCAGCCGTTGATGTGGCT3'

	TaVRT-1


	AD
	5’AACGCAGAGTGGCCATTA TTCTCCACCGAGTCATGTATG3'

5’GCCGAGGCGGCCGACATG TCAGCCGTTGATGTGGCT3'

	TaVRT-2
	BD
	5'TGATCTCAGAGGAGGACCTGCTCGTCGTCTTCTCCTCCAC3'

5'TAGCTAGTTATGCGGCCGCGCCGTCATCACAGAGTCAGA3'

	TaVRT-2
	AD
	5’AACGCAGAGTGGCCATTA CTCGTCGTCTTCTCCTCCAC3'

5’GCCGAGGCGGCCGACATG GCCGTCATCACAGAGTCAGA3'

	Ta42G17
	BD
	5'TGATCTCAGAGGAGGACCTGAACCACCGAGAAAGACGAGA3'

5'TAGCTAGTTATGCGGCCGCGGAAGAGTGTGGCATCAGCAG3'

	Ta45G05
	BD
	5'TGATCTCAGAGGAGGACCTGATCATCATCTTCTCCGCACA3'

5'TAGCTAGTTATGCGGCCGCCCATCTCTGAGCCCCTACAA3'

	Ta73C21
	BD
	5'TGATCTCAGAGGAGGACCTGATCGAGGACCGGACGAG3'

5'TAGCTAGTTATGCGGCCGCTCCCTTACCAACTACAAGTAGCA3'

	Ta57H08


	BD
	5'TGATCTCAGAGGAGGACCTGATCGACAAGTACAGCACGCATT3'

5'TAGCTAGTTATGCGGCCGCGCAGGGCAATCCTAATTTCA3'

	VRN-2


	BD
	5'TGATCTCAGAGGAGGACCTGGTCCATGTCATGCGGTTT3'

5'TAGCTAGTAGTTATGCGGCCGCATAGGGCAAAGCTGGAGATG3

	VRN-2


	AD
	5’AACGCAGAGTGGCCATTA GTCCATGTCATGCGGTTT3'

5’GCCGAGGCGGCCGACATGCGCATAGGGCAAAGCTGGAGATG3

	TaHD1
	BD
	5’TGATCTCAGAGGAGGACCTAACCTTTTGGAGAACGAAGCTG3’ 5’TAGCTAAGTTATGCGGCCGCATGTGGTCCTCCTCATGCTC3’

	Universal

Recombination

Vector-BD
	BD
	5'GGCGAGCCGCCATCATGGAGGAGCAGAAGCTGATCTCAGAGGAGGACCTG3'

5'GGCGAGCCGCCATCATGGAGGAGCAGAAGCTGATCTCAGAGGAGGACCTG3'

	Universal

Recombination

Vector-AD
	AD
	5'AGTGAATTCCACCCAAGCAGTGGTATCAACGCAGAGTGGCCATTA3’

5'ATGGATCCCGTATCGATGCCCACCCTCTAGAGGCCGAGGCGGCCGACATG3'


Table S5: Control constructs used in protein-protein interaction studies in yeast. Crude yeast extracts were prepared and -GAL activity was determined as described in Materials and Methods. Data is an average of two experiments performed in triplicate. BD and AD indicate GAL4 Binding and GAL4 Activation Domain, respectively.

	AD and BD constructs
	(-galactosidase activity

(nmol/min/mg protein)

	AD-TaVRT-1(∆1-56)
+
pGBKT7
	
2.2
±
0.1

	AD-TaVRT-2 (∆1-44;202-226)
+
pGBKT7
	
7.8
±
0.6

	AD-VRN-2 (∆1-2/201-212)
+
pGBKT7
	
2.0
±
0.3

	BD-TaVRT-1(∆1-56)
+
pGADT7
	
1.4
±
0.9

	BD-TaVRT-2 (∆1-44;202-226)
+
pGADT7
	
3.3
±
0.1

	BD-Ta31K05 (∆1-96)
+
pGADT7
	
2.2
±
0.3

	BD-Ta57H08 (∆1-66/224-228)
+
pGADT7
	
1.2
±
0.6

	BD-Ta42G17
+
pGADT7
	
2.4
±
0.8

	BD-Ta45G05 (∆1-44;221-224)
+
pGADT7
	
3.1
±
0.5

	BD-Ta73C21 (∆1-11)
+
pGADT7
	
1.4
±
0.1

	BD-VRN-2 (∆1-2/201-212)
+
pGADT7
	
7.4
±
0.7

	BD-TaHD1
+
pGADT7
	
8.0
±
3.0


