
	Table IV (Supplemental data). Targeting signals and structure predictions of the Moss COR413 protein family. 

	Name
	Targeting localization and scorea
	Signal type and scoreb
	Topology predictionc

	PpCOR413-1
	p.m. (0.600); c.t.m. (0.434)
	signal anchor; (0.149)
	5TMD N-out; C-in

	PpCOR413-2
	p.m. (0.600); c.t.m. (0.504)
	signal anchor; (0.935)
	5TMD N-out; C-in

	PpCOR413-3
	p.m. (0.600); m.i.m. (0.511)
	signal anchor; (0.291)
	4TMD N-out; C-out

	Mean
	p.m. (0.600)
	signal anchor (0.460)

signal peptide (0.130)
	5TMD N-out; C-in

	a PSORT was used to predict the cellular localization p.m.: plasma membrane; c.t.m.: chloroplast thylakoid membrane; m.i.m. mitochondrial inner membrane 

b SignalP was used to predict the presence of a signal peptide or anchor.

c TMHMM was used for topology prediction N-in: N-terminal inside; N-out: N-terminal outside; C-in: C-terminal inside; C-out: C-terminal outside






















































