
	Table III (Supplemental data). Targeting signals and structure predictions of the COR413-PM protein family. 

	Name
	Targeting localization and scorea
	Signal type and scoreb
	Topology predictionc

	TaCOR413-PM1
	c.t.m. (0.752); p.m (0.600)
	signal anchor (0.957)
	6 TMD N-in; C-in

	TaCOR413- PM2
	c.t.m. (0.866); p.m. (0,600)
	signal anchor (0.003)
	6TMD N-in; C-in

	HvCOR413- PM1
	c.t.m. (0.844); p.m (0.600)
	signal anchor (0.955)
	6TMD N-in; C-in

	HvCOR413- PM2
	c.t.m. (0.849); p.m. (0.600)
	signal anchor (0.004)
	6TMD N-in; C-in

	OsCOR413- PM1
	p.m. (0.600); c.t.m. (0.409)
	signal anchor (0.007)
	5TMD N-out; C-in

	ZmCOR413- PM1
	p.m. (0.600); g.b. (0.400)
	signal anchor (0.007)
	5TMD N-out; C-in

	SbCOR413- PM1
	p.m. (0.600); c.t.m. (0.413)
	signal anchor (0.010)
	5TMD N-out; C-in

	AtCOR413- PM1
	p.m. (0.600); c.t.m. (0.487)
	signal anchor (0.059)
	5TMD N-out; C-in

	AtCOR413- PM2
	p.m. (0.600); c.t.m. (0.441)
	signal anchor (0.009)
	5TMD N-out; C-in

	MtCOR413- PM1
	p.m. (0.600); c.t.m. (0.402)
	signal anchor (0.681)
	5TMD N-out; C-in

	MtCOR413- PM2
	p.m. (0.600); c.t.m. (0.506)
	signal anchor (0.857)
	5TMD N-out; C-in

	MtCOR413- PM3
	p.m. (0.600); c.t.m. (0.417)
	signal anchor (0.631)
	5TMD N-out; C-in

	GmCOR413- PM1
	c.t.m. (0.619); p.m. (0.600)
	signal anchor (0.991)
	5TMD N-out; C-in

	LeCOR413- PM1
	p.m. (0.600); c.t.m. (0.447)
	signal anchor (0.067)
	5TMD N-out; C-in

	LeCOR413-PM2
	p.m. (0.600); c.t.m. (0.441)
	signal anchor (0.044)
	5TMD N-out; C-in

	Mean
	p.m. (0.600); c.t.m. (0.551)
	signal anchor (0.350)

signal peptide (0.06)
	5TMD N-out 11/15

C-in 15/15

	a PSORT was used to predict the cellular localization p.m.: plasma membrane, c.t.m.: chloroplast thylakoid membrane, g.b.: golgi bodies

b SignalP was used to predict the presence of a signal peptide or anchor.

c TMHMM was used for topology prediction N-in: N-terminal inside; N-out: N-terminal outside; C-in: C-terminal inside; C-out: C-terminal outside






















































